References

[1] Vladimir Filkov and Nameeta Shah. Inferring cis-region hierarchies from patterns in time-course gene expression data. In Eleazar Eskin and Chris Workman, editors, Proceedings of the RECOMB 2004 International Workshop on Regulatory Genomics, RRG’2004 (San Diego, CA, USA, March 26-27, 2004), volume 3318 of LNCS/LNBI, pages 88–97. Springer-Verlag, Berlin-Heidelberg, 2005.

[2] Irit Gat-Viks, Amos Tanay, and Ron Shamir. Modeling and analysis of heterogeneous regulation in biological networks. In Eleazar Eskin and Chris Workman, editors, Proceedings of the RECOMB 2004 International Workshop on Regulatory Genomics, RRG’2004 (San Diego, CA, USA, March 26-27, 2004), volume 3318 of LNCS/LNBI, pages 98–113. Springer-Verlag, Berlin-Heidelberg, 2005.

[3] Alexander Kel, Yury Tikunov, Nico Voss, Jürgen Borlak, and Edgar Wingender. Application of kernel method to reveal subtypes of tf binding motifs — causal analysis of gene expression data. In Eleazar Eskin and Chris Workman, editors, Proceedings of the RECOMB 2004 International Workshop on Regulatory Genomics, RRG’2004 (San Diego, CA, USA, March 26-27, 2004), volume 3318 of LNCS/LNBI, pages 42–51. Springer-Verlag, Berlin-Heidelberg, 2005.

[4] William Krivan. Fishing for proteins in the pacific northwest. In Eleazar Eskin and Chris Workman, editors, Proceedings of the RECOMB 2004 International Workshop on Regulatory Genomics, RRG’2004 (San Diego, CA, USA, March 26-27, 2004), volume 3318 of LNCS/LNBI, pages 22–29. Springer-Verlag, Berlin-Heidelberg, 2005.

[5] Thomas Manke, Christoph Dieterich, and Martin Vingron. Detecting functional modules of transcription factor binding sites in the human genome. In Eleazar Eskin and Chris Workman, editors, Proceedings of the RECOMB 2004 International Workshop on Regulatory Genomics, RRG’2004 (San Diego, CA, USA, March 26-27, 2004), volume 3318 of LNCS/LNBI, pages 14–21. Springer-Verlag, Berlin-Heidelberg, 2005.

[6] Manuel Middendorf, Anshul Kundaje, Chris Wiggins, Yoav Freund, and Christina Leslie. Predicting genetic regulatory response using classification: Yeast stress response. In Eleazar Eskin and Chris Workman, editors, Proceedings of the RECOMB 2004 International Workshop on Regulatory Genomics, RRG’2004 (San Diego, CA, USA, March 26-27, 2004), volume 3318 of LNCS/LNBI, pages 1–13. Springer-Verlag, Berlin- Heidelberg, 2005.

[7] Keith Noto and Mark Craven. Learning regulatory network models that represent regulator states and roles. In Eleazar Eskin and Chris Workman, editors, Proceedings of the RECOMB 2004 International Workshop on Regulatory Genomics, RRG’2004 (San Diego, CA, USA, March 26- 27, 2004), volume 3318 of LNCS/LNBI, pages 52–64. Springer-Verlag, Berlin-Heidelberg, 2005.

[8] Natalia Polouliakh, Michiko Konno, Paul Horton, and Kenta Nakai.

Parameter landscape analysis for common motif discovery programs. In Eleazar Eskin and Chris Workman, editors, Proceedings of the RECOMB 2004 International Workshop on Regulatory Genomics, RRG’2004 (San Diego, CA, USA, March 26-27, 2004), volume 3318 of LNCS/LNBI, pages 79–87. Springer-Verlag, Berlin-Heidelberg, 2005.

[9] Rahul Siddharthan, Erik van Nimwegen, and Eric D. Siggia. Phylogibbs:

A gibbs sampler incorporating phylogenetic information. In Eleazar Eskin and Chris Workman, editors, Proceedings of the RECOMB 2004 International Workshop on Regulatory Genomics, RRG’2004 (San Diego, CA, USA, March 26-27, 2004), volume 3318 of LNCS/LNBI, pages 30– 41. Springer-Verlag, Berlin-Heidelberg, 2005.

[10] Chaya Ben-Zaken Zilberstein, Eleazar Eskin, and Zohar Yakhini. Using expression data to discover rna and dna regulatory sequence motifs. In Eleazar Eskin and Chris Workman, editors, Proceedings of the RECOMB 2004 International Workshop on Regulatory Genomics, RRG’2004 (San Diego, CA, USA, March 26-27, 2004), volume 3318 of LNCS/LNBI, pages 65–78. Springer-Verlag, Berlin-Heidelberg, 2005.