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[36] Osvaldo Zagordi, Armin Töpfer, Sandhya Prabhakaran, Volker Roth,
Eran Halperin, and Niko Beerenwinkel. Probabilistic inference of viral
quasispecies subject to recombination. In Benny Chor, editor, Proceed-
ings of the 16th Annual International Conference on Research in Com-
putational Molecular Biology, RECOMB’2012 (Barcelona, Spain, April
21-24, 2012), volume 7262 of LNCS, pages 342–354. Springer-Verlag,
Berlin-Heidelberg, 2012.

[37] ZhiZhuo Zhang, Cheng Wei Chang, Willy Hugo, Edwin Cheung, and
Wing-Kin Sung. Simultaneously learning dna motif along with its posi-
tion and sequence rank preferences through em algorithm. In Benny
Chor, editor, Proceedings of the 16th Annual International Confer-
ence on Research in Computational Molecular Biology, RECOMB’2012

7



(Barcelona, Spain, April 21-24, 2012), volume 7262 of LNCS, pages
355–370. Springer-Verlag, Berlin-Heidelberg, 2012.

8


