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[10] Bjarni V. Halldórsson, Vineet Bafna, Nathan Edwards, Ross Lippert,
Shibu Yooseph, and Sorin Istrail. A survey of computational methods
for determining haplotypes. In Sorin Istrail, Michael Waterman, and

2



Andrew Clark, editors, Proceedings of the DIMACS/RECOMB Satel-
lite Workshop on Computational Methods for SNPs and Haplotype In-
ference (Piscataway, NJ, USA, November 21-22, 2002), volume 2983
of LNCS/LNBI, pages 26–47. Springer-Verlag, Berlin-Heidelberg-New
York-Hong Kong-London-Milan-Paris-Tokyo, 2004.

[11] Eran Halperin. Large scale recovery of haplotypes from genotype data
using imperfect phylogeny. In Sorin Istrail, Michael Waterman, and
Andrew Clark, editors, Proceedings of the DIMACS/RECOMB Satel-
lite Workshop on Computational Methods for SNPs and Haplotype In-
ference (Piscataway, NJ, USA, November 21-22, 2002), volume 2983
of LNCS/LNBI, pages 137–137. Springer-Verlag, Berlin-Heidelberg-New
York-Hong Kong-London-Milan-Paris-Tokyo, 2004.

[12] Jun Liu. Haplotype inference and haplotype information. In Sorin Is-
trail, Michael Waterman, and Andrew Clark, editors, Proceedings of
the DIMACS/RECOMB Satellite Workshop on Computational Methods
for SNPs and Haplotype Inference (Piscataway, NJ, USA, November
21-22, 2002), volume 2983 of LNCS/LNBI, pages 138–138. Springer-
Verlag, Berlin-Heidelberg-New York-Hong Kong-London-Milan-Paris-
Tokyo, 2004.

[13] Dahlia Nielsen. Multi-locus linkage disequilibrium and haplotype-based
tests of association. In Sorin Istrail, Michael Waterman, and An-
drew Clark, editors, Proceedings of the DIMACS/RECOMB Satellite
Workshop on Computational Methods for SNPs and Haplotype Infer-
ence (Piscataway, NJ, USA, November 21-22, 2002), volume 2983 of
LNCS/LNBI, pages 139–139. Springer-Verlag, Berlin-Heidelberg-New
York-Hong Kong-London-Milan-Paris-Tokyo, 2004.

[14] Tianhua Niu, Xin Lu, Hosung Kang, Zhaohui S. Qin, and Jun S. Liu.
Haplotype inference and its application in linkage disequilibrium map-
ping. In Sorin Istrail, Michael Waterman, and Andrew Clark, editors,
Proceedings of the DIMACS/RECOMB Satellite Workshop on Compu-
tational Methods for SNPs and Haplotype Inference (Piscataway, NJ,
USA, November 21-22, 2002), volume 2983 of LNCS/LNBI, pages 48–
61. Springer-Verlag, Berlin-Heidelberg-New York-Hong Kong-London-
Milan-Paris-Tokyo, 2004.

3



[15] Magnus Nordborg. The pattern of polymorphism on human chromosome
21. In Sorin Istrail, Michael Waterman, and Andrew Clark, editors,
Proceedings of the DIMACS/RECOMB Satellite Workshop on Compu-
tational Methods for SNPs and Haplotype Inference (Piscataway, NJ,
USA, November 21-22, 2002), volume 2983 of LNCS/LNBI, pages 140–
140. Springer-Verlag, Berlin-Heidelberg-New York-Hong Kong-London-
Milan-Paris-Tokyo, 2004.

[16] Jonathan Pritchard and Sebastian Zöllner. Use of a local approxi-
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