References

[1] Alessio Angius, Gianfranco Balbo, Marco Beccuti, Enrico Bibbona, Andras Horvath, and Roberta Sirovich. Approximate analysis of biological systems by hybrid switching jump diffusion. Theor. Comput. Sci., 587:49– 72, 2015.

[2] Ezio Bartocci, Luca Bortolussi, Laura Nenzi, and Guido Sanguinetti. System design of stochastic models using robustness of temporal properties. Theor. Comput. Sci., 587:3–25, 2015.

[3] Chiara Bodei, Roberta Gori, and Francesca Levi. Causal static analysis for brane calculi. Theor. Comput. Sci., 587:73–103, 2015.

[4] Alberto Casagrande and Carla Piazza. Unwinding biological systems.

Theor. Comput. Sci., 587:26–48, 2015.

[5] Giovanni Pardini, Paolo Milazzo, and Andrea Maggiolo-Schettini. Component identification in biochemical pathways. Theor. Comput. Sci., 587:104–124, 2015.