
References

[1] Shoham Ben-David, Dana Fisman, and Sitvanit Ruah. Embedding finite
automata within regular expressions. Theor. Comput. Sci., 404(3):202–
218, 2008.

[2] Saddek Bensalem, Doron Peled, Hongyang Qu, and Stavros Tripakis.
Automatic generation of path conditions for concurrent timed systems.
Theor. Comput. Sci., 404(3):275–292, 2008.

[3] Robert Brijder, Matteo Cavaliere, Agust́ın Riscos-Núñez, Grzegorz
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